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Objective: To investigate whether polymorphism of gene encoding COMT is associated with
the risk of endometriosis in Korean women.

Methods. We investigated 136 patients with histopathologicaly confirmed endometriosis rAFS
stage I11/IV and 251 control group women who were surgically proven to have no endometrioss.
Polymerase chain reaction (PCR) and redtriction fragment length polymorphism (RFLP) of PCR
products were done to determine each participant's COMT genotype.

Results: The digtribution according to Nlalll genetic polymorphisms of COMT were as follows.
coMT "™ comT ", and COMT " genotypes were 56.6% (77 women), 34.6% (47 women) and
8.8% (12 women) in the study group and 50.6% (127 women), 39.4% (99 women) and 10.0%
(25 women) in the control group. There was no significant difference between the study group
and the control group.

Conclusion: The results suggest that COMT genetic polymorphism may not be associated with
the development of endometriosis in Korean women.
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genomic DNA  QIA amp blood
kit (QIAGEN Inc., USA)

DNA 260 nm 280 nm
17~-19 . Catechol-0-methyltransferase
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mmol/ml KCl 30 mmol/ml MgCl, 20
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(Restriction Fragment Length Polymor-
phism) 1ou/ul
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Figure 1. Electrophoresis of the products of PCR. for COMT Nialll. individuas homozygous for the COMT Nlalll
polymorphism (lanes 13, LL), heterozygous for the polymorphism (lanes 8-12, HL) and without polymorphism (lanes
1-7, HH). M1 = 100bp DNA marker, M2 = 20bp DNA marker
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Table 1. Comparision of the distribution of genotyping for COMT Nialll

Lee (2004) Park (2002)* Yim (2001)*° Wu (2003)%
Korean (n=387) Korean (n=206) Korean (n=326) Chinese (n=377)
HH 204 (52.7%) 124 (60.2%) 182 (55.8%) 203 (53.8%)
HL 146 (37.7%) 67 (12.5%) 125 (38.4%) 145 (38.5%)
LL 37 (9.6%) 15 (7.3%) 19 (5.8%) 29 (7.7%)
HL, LL 183 (47.3%) 82 (39.8%) 144 (44.2%) 174 (46.2%)
Table 2. The digtribution of genotyping for COMT Nlalll
. Case Totd . 95% of confidence
Polymorphism (n=136) (n=387) Oddsratio interval P
COMT
HH 77(56.6%) 127 (50.6%) 204 (52.7%) 1
HL 47 (34.6%) 99(39.4%) 146 (37.7%) 1.305 0.832-2.046 0.258
LL 12 (8.8%) 25 (10.0%) 37 (9.6%) 1.263 0.600-2.659 0.3%
. Case Tota . 95% of confidence
Polymorphism (n=136) (n=251) (n=387) Oddsratio interval P
COMT
HH 77(56.6%) 127 (50.6%) 204 (52.7%) 1
HL, LL 59 (43.4%) 124 (49.4%) 183 (47.3%) 0.809 0.532-1.230 0.838
43.4% (59 ) , 49.4% ,
(124 ) COMT " dlde ,
, odds ratio , ,
0.809 (95% CI, 0.532~1.230) ,
COMT Nialll 2
(Table 2). CYP17,
CYP19 173-hydroxysteroid dehydrogenase (17[3-
HSD)
CYPs )
, , 2-hydroxylation
25,26
CYP1A2, 3A3 3A4
) , CYP1Al1
4-hydroxylation ,
CYPI1B1 2%
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